Annex to declaration of accreditation (scope of accreditation)
Normative document: EN ISO/IEC 17025:2017
Registration number: L 633

of  Stichting Hartwig Medical Foundation
Diagnostic Services

This annex is valid from: 18-12-2025 to 01-01-2030 Replaces annex dated: 21-06-2025

Location(s) where activities are performed under accreditation

Head Office
Science Park 408
1098 XH
Amsterdam
The Netherlands
Location Abbreviation/ location code
Science Park 408 AMS
1098 XH
Amsterdam
The Netherlands
No. Material or Type of activity? Internal reference number | Location
product
Pre-treatment
-- Human Isolation of DNA into sample material to | HMF-SOP-005, HMF-SOP-010, |AMS
blood/tissue be used for Whole Genome Sequencing | HMF-SOP-017, HMF-SOP-027
(WGS); DNA-isolation protocol producer*
-- DNA from human | Conversion of isolated DNA to WGS HMF-SOP-005, HMF-SOP-393 AMS
tissue compatibele samples for next generation | protocol producer*
sequencing (NGS); library preparation

This annex has been approved by the Board of the
Dutch Accreditation Council, on its behalf,

J.A.W.M. de Haas

L If there is a referral to a code starting with NAW, NAP, EA or IAF, this concerns a scheme mentioned on RvA-BRO10-lijst.
If no date or version number is mentioned for a normative document, the accreditation concerns the most current version of the document or scheme.
* Protocol producer: an up-to-date list of protocol producer data can be requested from the institution.
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https://www.rva.nl/en/document/download/BR010-lijst
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Molecular analyses

1. DNA from human | Reading of the nucleotide sequence for | HMF-SOP-026, HMF-SOP-040, |AMS
tissue the whole genome up and until the HMF-SOP-424
generation of raw fastQ data files; NGS protocol producent*

2. WGS-data Extraction of for cancer relevant genetic | HMF-SOP-025, HMF-SOP-030, |AMS
obtained from information by comparison with reference | HMF-SOP-407
human tissue genome data and/or tumor-normal in-house method

comparison; bio-informatic data analysis
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